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<210> 1 
<211> 303 
15 <212> DNA 

<213> Homo sapiens 

<400> 1 

gaggtaatga atgtcattgt tttacagttt attcttcttg tgtttcttct tgtgaagata 60 

20 

tataagcatg cagacacact attttatata tatataccta tatatgtatg tatgtgtata 1 20 
cacagttatg cactgtataa cagtattttg gtcagtgatg gactgcgtat gctaaggtgt 1 80 
25 tcccataaga ttataataag tactttgact ataacttttc tatgtttaca tgcagaaata 240 
cttactaatg ggttacagtt gcctacagta ttcagtacac cagcatgctg tacaggttgg 300 
tag 303 

30 

<210> 2 
<211> 98 
<212> PRT 
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<400> 2 

Met Asn Val lie Val Leu Gin Phe lie Leu Leu Val Phe Leu Leu Val 
15 10 15 

Lys lie Tyr Lys His Ala Asp Thr Leu Phe Tyr lie Tyr lie Pro lie 
20 25 30 

Tyr Val Cys Met Cys lie His Ser Tyr Ala Leu Tyr Asn Ser He Leu 
35 40 45 

Val Ser Asp Gly Leu Arg Met Leu Arg Cys Ser His Lys lie lie lie 
50 55 60 

Ser Thr Leu Thr lie Thr Phe Leu Cys Leu His Ala Glu lie Leu Thr 
65 70 75 80 

Asn Gly Leu Gin Leu Pro Thr Val Phe Ser Thr Pro Ala Cys Cys Thr 
85 90 95 

GlyTrp 

<210> 3 
<211> 336 
<212> DNA 
<213> Homo sapiens 

<400> 3 

agcattatgg ttattccaca tcttgtttta ttgactttga tttcctttag attaaaagaa 60 
aaaaatagtg tatttcattt aattttcccc gctattcaca gtttatgctt atgtgattct 1 20 
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wo 2004/031233 agctaggaa tgccttggac ccatcx;cagg accagcaaccPCT^P20p3/05066880 
gacaaagatg gcactgagac tatgtgtgta gctggaagca acctaaatgt ccattcgtgg 240 

5 

gtgaatgaag aaagaaaatg tggcatatcc atacaatgta atatcattca gcctttacaa 300 
agtaggaaac tctgccgttt gctgcaacag agatga 336 

10 

<210> 4 

<211> 109 

<212> PRT 

<213> Homo sapiens 

15 

<400> 4 

Met Val lie Pro His Leu Val Leu Leu Thr Leu lie Ser Phe Arg Leu 
15 10 15 

20 

Lys Glu Lys Asn Ser Val Phe His Leu lie Phe Pro Ala lie His Ser 
20 25 30 

Leu Cys Leu Cys Asp Ser Giy Arg lie Pro Ala Arg Asn Ala Leu Asp 
25 35 40 45 

Pro Ser Gin Asp Gin Gin Pro Leu Gin Gin Asp Lys Asp Gly Thr Glu 
50 55 60 

30 Thr Met Cys Val Ala Gly Ser Asn Leu Asn Val His Ser Trp Val Asn 
65 70 75 80 

Glu Glu Arg Lys Cys Gly lie Ser lie Gin Cys Asn lie lie Gin Pro 
85 90 95 

3/22 



wo 2004/031233 Arg Lys Leu Cys Arg Leu Leu Gin Gin Arg pct/ep2003/050668 
100 105 

5 <210> 5 
<211> 330 
<212> DNA 
<213> Homo sapiens 

10 <400> 5 

ggaagtatga gtcctagttt attcttcatt tttaagattg ttttggctat tgtggattcc 60 
ctgcaattct atatgaattt cgaatcagtt tgtcgatgtc tgcaaaaaat ctctgtgatt 1 20 
15 ctgataggga ttgcttttaa cctgtgtaac gatttgggga gtattgtcat tttaacagtg 1 80 
ttatgtattc taatccatga atatgaaata tatttccttt tgtttagatc tttgattttt 240 
tcattatgtt ttatagttcc agagtatagt aagttttgca atttttatgt taaatttatt 300 

20 

cttaagaatt tatttttgat gctatcataa 330 

<210> 6 
25 <211> 107 
<212> PRT 
<213> Homo sapiens 

<400> 6 

30 

Met Ser Pro Ser Leu Phe Phe lie Phe Lys lie Val Leu Ala lie Val 
15 10 15 

Asp Ser Leu Gin Phe Tyr Met Asn Phe Glu Ser Val Cys Arg Cys Leu 
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20 25 30 

wo 2004/031233 PCT/EP2003/050668 

Gin Lys lie Ser Val lie Leu lie Gly lie Ala Phe Asn Leu Cys Asn 
35 40 45 

5 

Asp Leu Gly Ser lie Val lie Leu Thr Val Leu Cys lie Leu lie His 
50 55 60 

Glu Tyr Giu lie Tyr PJne Leu Leu Phe Arg Ser Leu lie Phe Ser Leu 
10 65 70 75 80 

Cys Phe lie Val Pro Glu Tyr Ser Lys Phe Cys Asn Phe Tyr Val Lys 
85 90 95 

15 Phe He Leu Lys Asn Leu Phe Leu iVIet Leu Ser 
100 105 

<210> 7 
<211> 315 
20 <212> DNA 

<213> IHomo sapiens 

<400> 7 

tctaggatgg taactcctat ctggacactt ttcatttgtt actgtttgac ctctttgctt 60 

25 

gtattacagg ctatatttaa agaaatagat aacattctct ctgaggttga tttaaaccaa 120 
catcctgtac gttgctgcta tagcttccca acattttgtg tagaggggat gctattgaag 180 
30 ttgtgtttta atatggagcc acactgtttt ctttctctga cccagtctac agtcagcctg 240 
tcccaaggct gccatctatt ctctgtgttt gtgcagctca tctggacagc tcatctggac 300 
agacacaaag aatag 315 
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<210> 8 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Val Thr Pro lie Trp Thr Leu Phe He Cys Tyr Cys Leu Thr Ser 
15 10 15 

Leu Leu Val Leu Gin Ala lie Phe Lys Glu lie Asp Asn lie Leu Ser 
20 25 30 

Glu Val Asp Leu Asn Gin His Pro Val Arg Cys Cys Tyr Ser Phe Pro 
35 40 45 

Thr Phe Cys Val Glu Gly Met Leu Leu Lys Leu Cys Phe Asn Met Glu 
50 55 60 

Pro His Cys Phe Leu Ser Leu Thr Gin Ser Thr Val Ser Leu Ser Gin 
65 70 75 80 

Gly Cys His Leu Phe Ser Val Phe Val Gin Leu lie Trp Thr Ala His 
85 90 95 

Leu Asp Arg His Lys Glu 
100 

<210> 9 
<211> 312 
<212> DNA 
<213> Homo sapiens 
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tgtaatatgt tatttacttt attattccga attctaatcg gttatgtgag aactctgtgg 60 
5 acgaaaaatt cttgctgctg ttggcgaatg attttaaatc attcatttaa acaagaagtg 120 
cctatgattg tagagctaaa gcaaaaatgt gaaatgtttt gtcagaaata tctagttgat 1 80 
aaagattatt cctttcgtgt ttctgtaacc tgtcagttct ttatactttt acatgattcc 240 

10 

tacccaactg agaatacatg gtcaactatt ccaacattgt ctgctcttat atcctctttg 300 
atttttctgtga 312 

15 

<210> 10 

<211> 101 

<212> PRT 

<213> Homo sapiens 

20 

<400> 10 

Met Leu Phe Thr Leu Leu Phe Arg lie Leu iie Giy Tyr Vai Arg Thr 
15 10 15 

25 

Leu Trp Tlir Lys Asn Ser Cys Cys Cys Trp Arg iVIet lie Leu Asn His 
20 25 30 

Ser Phe Lys Gin Glu Val Pro Met lie Val Glu Leu Lys Gin Lys Cys 
30 35 40 45 

Giu Met Phe Cys Gin Lys Tyr Leu Vai Asp Lys Asp Tyr Ser Phe Arg 
50 55 60 
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65 70 75 80 



Thr Glu Asn Thr Trp Ser Thr lie Pro Thr Leu Ser Ala Leu lie Ser 
5 85 90 95 

Ser Leu lie Phe Leu 
100 

10 <210> 11 
<211> 345 
<212> DNA 
<213> Homo sapiens 

15 <400> 11 

ccagacatga tctttggcct gctaatcaaa gctctttatc tagcgtcagc ctgggcaggg 60 
gctctgagcc tcggcgctgc tggcatttgg ggctggatga ctctttgctg tggctgctgt 1 20 
20 octgtgcatt acaggacatt acgtagcatc cctgaccaca acctactaga tgccagtagc 180 
accccctccc tagttatgac aaccagaaac atctccagac attgccaatg tcccctggtg 240 
gcaaaatcat ccocggctga gaatgagtgt tgcacggtaa ttcctccatt ccaaattaac 300 

25 

agagcactta ggaacgagtg ctttctccta ttactttccc tttaa 345 



<210> 12 
30 <211> 112 
<212> PRT 
<213> Homo sapiens 

<400> 12 
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1 6 10 15 

5 Ala Gly Ala Leu Ser Leu Gly Ala Ala Gly lie Trp Gly Trp Met Thr 
20 25 30 

Leu Cys Cys Gly Cys Cys Pro Val His Tyr Arg Thr Leu Arg Ser lie 
35 40 45 

10 

Pro Asp His Asn Leu Leu Asp Ala Ser Ser Tlir Pro Ser Leu Val IVIet 
50 55 60 

Thr Thr Arg Asn He Ser Arg His Cys Gin Cys Pro Leu Val Ala Lys 
15 65 70 75 80 . 

Ser Ser Pro Ala Glu Asn Glu Cys Cys Thr Val lie Pro Pro Phe Gin 
85 90 95 

20 lie Asn Arg Ala Leu Arg Asn Glu Cys Phe Leu Leu Leu Leu Ser Leu 
100 105 110 

<210> 13 
<211> 390 
25 <212> DNA 

<213> Homo sapiens 

<400> 13 

tgaactatgg gctttgttgt tctatgccta attttcttcc tgtgtaagac tggaatggat 60 

30 

tccagatttc aactaaaact cttgtttcac tgttttcaag gacttttcca aaggtcacac 120 
atggactatt gtgatgaatg cactctgcag ggtgtgttcc cagagcacag aagtaaccag 1 80 
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gtgctgtcag agtgtccatt tcaagctccc tgttggccac agacaaaagc cattatccta 300 
aatctctggc gaaacttgga ggtcttagaa gtggacagaa gtttaagaca ggattgcttt 360 
aaatgcacaa ttttgttaga atttttctga 390 



<210> 14 
<211> 127 
<212> PRT 
<213> Homo sapiens 

<400> 14 

Met Gly Phe Val Val Leu Cys Leu lie Phe Phe Leu Cys Lys Thr Gly 
15 10 15 

Met Asp Ser Arg Phe Gin Leu Lys Leu Leu Phe His Cys Phe Gin Gly 
20 25 30 

Leu Phe Gin Arg Ser His Met Asp Tyr Cys Asp Glu Cys Thr Leu Gin 
35 40 45 

Gly Val Phe Pro Glu His Arg Ser Asn Gin Arg Ala Ala Arg Glu Val 
50 55 60 

Leu Pro Thr Pro Lys His Cys Arg Leu lie Pro Leu Gly Thr Val Leu 
65 70 75 80 

Ser Glu Cys Pro Phe Gin Ala Pro Cys Trp Pro Gin Thr Lys Ala lie 
85 90 95 
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100 105 110 

Leu Arg Gin Asp Cys Phe Lys Cys Thr lie Leu Leu Glu Phe Phe 
5 115 120 125 

<210> 15 
<211> 282 
<212> DMA 
10 <21 3> Homo sapiens 

<400> 15 

ctgactatga tgagggtgct aaggctgctg gcgagggtcc tcctcggcca gcttctccta 60 
15 gcagcagggc acgcacagcc ctgttttctc atctgctttc agcagcattt gcctcctact 120 
ccacttgggt cactcaaggg tcccaaaata gacctgtgca ttcatgggac ccctcccacc 1 80 
tgcctctctg ctcagtgtct ctgttgggac aggcagcaag tgcttaaatc ccagccactg 240 

20 

ctccccgctg gagtccacct gagaactttc ccagcaattt ga 282 

<210> 16 
25 <211> 91 
<212> PRT 
<213> Homo sapiens 

<400> 16 

30 

Met Met Arg Val Leu Arg Leu Leu Ala Arg Val Leu Leu Gly Gin Leu 
15 10 15 

Leu Leu Ala Ala Gly His Ala Gin Pro Cys Phe Leu lie Cys Phe Gin 
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Gin His Leu Pro Pro Thr Pro Leu Gly Ser Leu Lys Gly Pro Lys lie 
35 40 45 

5 

Asp Leu Cys lie His Gly Thr Pro Pro Thr Cys Leu Ser Ala Gin Cys 
50 55 60 

Leu Cys Trp Asp Arg Gin Gin Val Leu Lys Ser Gin Pro Leu Leu Pro 
10 65 70 75 80 

Ala Gly Val His Leu Arg Thr Phe Pro Ala lie 
85 90 

15 <210> 17 
<211> 21 
<212> DNA 

<213> synthetic construct 

20 <400> 17 

atgaatgtca ttgttttaca g 21 

<210> 18 
25 <211> 20 
<212> DNA 

<213> synthetic construct 
<400> 18 

30 ctaccaacct gtacagcatg 20 

<210> 19 
<211> 25 
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<213> synthetic construct 



PCT/EP2003/0S0668 



<400> 19 

S ctgactatga tgagggtgct aaggc 25 

<210> 20 
<211> 25 
10 <212> DNA 

<213> synthetic construct 

<400> 20 

tcaaattgct gggaaagttc tcagg 25 

15 

<210> 21 
<211> 22 
<212> DNA 
20 <213> synthetic construct 

<400> 21 

catgatcttt ggcctgctaa tc 22 

25 

<210> 22 
<211> 20 
<212> DNA 

<213> synthetic construct 

30 

<400> 22 

accgtgcaac actcattctc 20 
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<211> 22 

<212> DNA 

<213> synthetic construct 

5 

<400> 23 

ctatgggctt tgttgttcta tg 22 

10 <210> 24 
<211> 23 
<212> DNA 

<213> synthetic construct 

15 <400> 24 

tcagaaaaat tctaacaaaa ttg 23 

<210> 25 
20 <211> 19 
<212> DNA 

<213> synthetic construct 
<400> 25 

25 atggttattc cacatcttg 19 

<210> 26 
<211> 21 
30 <212> DNA 

<213> synthetic construct 

<400> 26 

tcatctctgt tgcagcaaac g 21 
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<210> 27 

<211> 21 
5 <212> DNA 

<213> synthetic construct 

<400> 27 

atgttattta ctttattatt c 21 

10 

<210> 28 
<211> 20 
<212> DNA 
15 <213> synthetic construct 

<400> 28 

tcacagaaaa atcaaagagg 20 

20 

<210> 29 
<211> 37 
<212> DNA 

<213> synthetic construct 

25 

<400> 29 

aagcaggctt cgccaccatg aatgtcattg ttttaca 37 



30 <210> 30 
<211> 32 
<212> DNA 

<213> synthetic construct 
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gtgatggtga tggtgccaac ctgtacagca tg 



PCT/EP2003/050668 

32 



<210> 31 
<211> 42 
<212> DNA 

<213> synthetic construct 
<400> 31 

aagcaggctt cgccaccctg actatgatga gggtgctaag gc 42 

<210> 32 
<211> 37 
<212> DNA 

<213> synthetic construct 
<400> 32 

gtgatggtga tggtgaattg ctgggaaagt tctcagg 37 

<210> 33 
<211> 39 
<212> DNA 

<213> synthetic construct 
<400> 33 

aagcaggctt cgccacccat gatctttggc ctgctaatc 39 

<210> 34 
<211> 33 
<212> DNA 
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<400> 34 

gtgatggtga tggtgaaggg aaagtaatag gag 

<210> 35 
<211> 39 
<212> DNA 

<213> synthetic construct 
<400> 35 

aagcaggott cgccacccta tgggctttgt tgttctatg 

<210> 36 
<211> 35 
<212> DNA 

<213> synthetic construct 
<400> 36 

gtgatggtga tggtggaaaa attctaacaa aattg 

<210> 37 
<211> 36 
<212> DNA 

<213> synthetic construct 
<400> 37 

aagcaggctt cgccaccatg gttattccac atcttg 



<210> 38 
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<212> DNA 

<213> synthetic construct 



PCT/EP2003/0S0668 



<400> 38 

gtgatggtga tggtgtctct gttgcagcaa acg 33 

<210> 39 
<211> 38 
<212> DNA 

<213> synthetic constmct 
<400> 39 

aagcaggctt cgccaccatg ttatttactt tattattc 38 

<210> 40 
<211> 32 
<212> DNA 

<213> synthetic construct 
<400> 40 

gtgatggtga tggtgcagaa aaatcaaaga gg 32 

<210> 41 
<211> 57 
<212> DNA 

<213> synthetic construct 
<400> 41 

ggggacaagt ttgtacaaaa aagcaggctt cgccaccatg aatgtcattg ttttaca 
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<210> 42 

<211> 68 
<212> DNA 
5 <213> synthetic construct 

<400> 42 

ggggaccact ttgtacaaga aagctgggtt tcaatggtga tggtgatggt gccaacctgt 60 
10 acagcatg 68 



<210> 43 
<211> 62 
15 <212> DNA 

<213> synthetic construct 

<400> 43 

ggggacaagt ttgtacaaaa aagcaggctt cgccaccctg actatgatga gggtgctaag 60 



20 



62 



<210> 44 
25 <211> 73 
<212> DNA 

<213> synthetic construct 
<400> 44 

30 ggggaccact ttgtacaaga aagctgggtt tcaatggtga tggtgatggt gaattgctgg 60 
gaaagttctc agg 73 
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<211> 59 

<212> DNA 

<213> synthetic construct 
<400> 45 

ggggacaagt ttgtacaaaa aagcaggctt cgccacccat gatctttggc ctgctaatc 59 



10 <210> 46 
<211> 69 
<212> DNA 

<213> synthetic constmct 
15 <400> 46 

ggggaccact ttgtacaaga aagctgggtt tcaatggtga tggtgatggt gaagggaaag 60 
taataggag 69 

20 

<210> 47 
<211> 59 
<212> DNA 

<213> synthetic constmct 

25 

<400> 47 

ggggacaagt ttgtacaaaa aagcaggctt cgccacccta tgggctttgt tgttctatg 59 



30 <210> 48 
<211> 71 
<212> DNA 

<213> synthetic constmct 
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<400> 48 

ggggaccact ttgtacaaga aagctgggtt tcaatggtga tggtgatggt ggaaaaattc 60 
taacaaaatt g 71 

5 

<210> 49 
<211> 56 
<212> DNA 
10 <213> synthetic constaict 

<400> 49 

ggggacaagt ttgtacaaaa aagcaggctt cgccaccatg gttattccac atcttg 56 

15 

<210> 50 
<211> 69 
<212> DNA 

<21 3> synthetic constaict 

20 

<400> 50 

ggggaccact ttgtacaaga aagctgggtt tcaatggtga tggtgatggt gtctctgttg 60 
cagcaaacg 69 

25 

<210> 51 
<211> 58 
<212> DNA 
30 <213> synthetic constnjct 

<400> 51 

ggggacaagt ttgtacaaaa aagcaggctt cgccaccatg ttatttactt tattattc 58 
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<211> 68 

<212> DMA 

<213> synthetic construct 
<400> 52 

ggggaccact ttgtacaaga aagctgggtt tcaatggtga tggtgatggt gcagaaaaat 60 
caaagagg 68 
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